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BRIEF BIOGRAPHY:

I hold the Cornelius Vanderbilt Chair in Biological Sciences and | am a Professor in the
Departments of Biological Sciences and of Biomedical Informatics at Vanderbilt University. |
also serve as the Director of the Vanderbilt Evolutionary Studies Initiative
(http://www.vanderbilt.edu/evolution), an interdisciplinary center that unites scholars from
diverse disciplines with broad interests and expertise in evolution-related fields. | received my
undergraduate degree in Biology from the University of Crete, Greece (1998) and my PhD from
Edinburgh University, Scotland (2001). Prior to joining Vanderbilt in the summer of 2007, | was a
postdoctoral fellow at the University of Wisconsin-Madison (2002 — 2005) and a research
scientist at the Broad Institute (2005 — 2007).

Research in my laboratory focuses on the study of the DNA record to gain insight into the

patterns and processes of evolution. Through a combination of computational and experimental
approaches, my laboratory’s current research aims to understand the molecular foundations of
the fungal lifestyle, the reconstruction of the tree of life, and the evolution of human pregnancy.

My team’s research has been recognized by many awards, including a Searle Scholarship
(2008), an NSF CAREER award (2009), and an endowed chair (2013). Most recently, | was
named Blavatnik National Awards for Young Scientists Finalist (2017), Guggenheim Fellow
(2018), Fellow of the American Academy of Microbiology (2019), and American Association for
the Advancement of Science (AAAS) Fellow (2020).
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Vanderbilt University, USA  Director, Evolutionary Studies Initiative 2019—present
Vanderbilt University, USA  Professor of Biological Sciences 2015—present
Vanderbilt University, USA  Professor of Biomedical Informatics 2015—present

Vanderbilt University, USA  Cornelius Vanderbilt Chair in Biological Sciences 2013—present

EDUCATION AND TRAINING:

University of Crete, Greece Biology BS 1998
University of Edinburgh, UK Evolutionary Biology PhD 2001
University of Wisconsin, USA Evolutionary Genomics Postdoc 2002-2005

SELECT HONORS AND AWARDS:

2020, Fellow of the American Association for the Advancement of Science

2019, Fellow of the American Academy of Microbiology

2018, Guggenheim Fellow in Molecular and Cellular Biology

2018, Chair, Cellular & Molecular Fungal Biology, Gordon Research Conference

2017, National Award Finalist, Blavatnik Awards for Young Scientists (US Competition)
2009, CAREER Award, National Science Foundation

2008, Searle Scholar Award, The Kinship Foundation

2002, Human Frontier Science Program Long-Term Fellowship

1998, Natural Environment Research Council Graduate Research Fellowship, UK

SELECT SERVICE:
2016—present, Board of Reviewing Editors, eLife




2018-present, Advisory Board, Current Biology

2018—present, Senior Editor, Microbiology Resource Announcements
2011—present, Associate Editor, G3:Genes|Genomes|Genetics
2015—present, Associate Editor, BMC Genomics
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